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Fig. S1  Function classifications of GO terms of all L. ruthenicum transcripts. Based on high 

score BLASTx matches in the Nr plant proteins database, L. ruthenicum unigenes were classified into 

three main GO categories and 31 sub-categories. The left y-axis indicates the percentage of a specific 

category of genes in each main category. The right y-axis indicates the number of genes in the same 

category. 


