Supplementary information

Seq. 1 Sequence of pC322mSaCas9-(CMV-T7-SaCas9-PolyA)

GACATTGATTATTGACTAGTTATTAATAGTAATCAATTACGGGGTCATTAGTTCATAGCCCATATATGGAG
TTCCGCGTTACATAACTTACGGTAAATGGCCCGCCTGGCTGACCGCCCAACGACCCCCGCCCATTGAC
GTCAATAATGACGTATGTTCCCATAGTAACGCCAATAGGGACTTTCCATTGACGTCAATGGGTGGACTA
TTTACGGTAAACTGCCCACTTGGCAGTACATCAAGTGTATCATATGCCAAGTACGCCCCCTATTGACGT
CAATGACGGTAAATGGCCCGCCTGGCATTATGCCCAGTACATGACCTTATGGGACTTTCCTACTTGGCA
GTACATCTACGTATTAGTCATCGCTATTACCATGGTGATGCGGTTTTGGCAGTACATCAATGGGCGTGGA
TAGCGGTTTGACTCACGGGGATTTCCAAGTCTCCACCCCATTGACGTCAATGGGAGTTTGTTTTGGCAC
CAAAATCAACGGGACTTTCCAAAATGTCGTAACAACTCCGCCCCATTGACGCAAATGGGCGGTAGGCG
TGTACGGTGGGAGGTCTATATAAGCAGAGCTCTCTGGCTAACTAGAGAACCCACTGCTTACTGGCTTAT
CGAAATTAATACGACTCACTATAGGGAGACCCAAGCTGGCTAGCCTCGAGATGGCCCCCAAGAAGAA
GAGGAAAGTGGGCATCCACGGAGTGCCAGCCGCTAAGCGCAACTACATCCTGGGCCTGGACATCGGA
ATCACCTCCGTGGGATACGGCATCATCGACTACGAGACCCGCGACGTGATCGACGCTGGAGTGAGGCT
GTTCAAAGAGGCCAACGTGGAGAACAACGAGGGCAGGAGAAGCAAGAGAGGAGCTCGCAGGCTGA
AGAGACGCAGGAGACACAGAATCCAGCGCGTGAAGAAGCTGCTGTTCGACTACAACCTGCTGACCG
ACCACTCCGAGCTGAGCGGCATCAACCCCTACGAGGCCAGGGTGAAGGGACTGTCCCAGAAGCTGA
GCGAGGAAGAGTTTTCCGCCGCTCTGCTGCACCTGGCTAAGCGCAGGGGCGTGCACAACGTGAACGA
GGTGGAAGAGGACACCGGAAACGAGCTGAGCACCAAGGAGCAGATCTCCCGCAACAGCAAGGCCCT
GGAGGAGAAGTACGTGGCTGAGCTGCAGCTGGAGAGGCTGAAGAAGGACGGCGAGGTGCGCGGATC
CATCAACAGGTTCAAGACCAGCGACTACGTGAAAGAGGCCAAGCAGCTGCTGAAGGTGCAGAAGGC
TTACCACCAGCTGGACCAGTCCTTTATCGACACCTACATCGACCTGCTGGAGACCAGACGCACCTACT
ACGAGGGACCAGGAGAGGGAAGCCCATTCGGATGGAAGGACATCAAGGAGTGGTACGAGATGCTGAT
GGGACACTGCACCTACTTTCCTGAGGAGCTGAGATCCGTGAAGTACGCCTACAACGCTGACCTGTACA
ACGCCCTGAACGACCTGAACAACCTGGTGATCACCCGCGACGAGAACGAGAAGCTGGAGTACTACGA
GAAGTTCCAGATCATCGAGAACGTGTTTAAGCAGAAGAAGAAGCCCACCCTGAAGCAGATCGCCAAG
GAGATCCTGGTTAACGAAGAGGACATCAAGGGCTACAGGGTGACCAGCACCGGAAAGCCTGAGTTCA
CCAACCTGAAGGTGTACCACGACATCAAGGACATCACCGCTAGAAAGGAGATCATCGAGAACGCCGA
GCTGCTGGACCAGATCGCTAAGATCCTGACCATCTACCAGAGCTCCGAGGACATCCAGGAAGAGCTG
ACCAACCTGAACTCCGAGCTGACCCAGGAAGAGATCGAGCAGATCAGCAACCTGAAGGGCTACACC
GGAACCCACAACCTGTCCCTGAAGGCCATCAACCTGATCCTGGACGAGCTGTGGCACACCAACGACA
ACCAGATCGCTATCTTTAACAGACTGAAGCTGGTGCCTAAGAAGGTGGACCTGTCCCAGCAGAAGGA
GATCCCAACCACCCTGGTGGACGACTTCATCCTGAGCCCCGTGGTGAAGAGATCCTTTATCCAGAGCA
TCAAGGTGATCAACGCCATCATCAAGAAGTACGGCCTGCCAAACGACATCATCATCGAGCTGGCCAGG
GAGAAGAACTCCAAGGACGCTCAGAAGATGATCAACGAGATGCAGAAGCGCAACAGGCAGACCAAC
GAGAGAATCGAGGAGATCATCCGCACCACCGGCAAGGAGAACGCCAAGTACCTGATCGAGAAGATCA
AGCTGCACGACATGCAGGAAGGAAAATGCCTGTACAGCCTGGAGGCTATCCCTCTGGAGGACCTGCT
GAACAACCCATTCAACTACGAGGTGGACCACATCATCCCACGCTCCGTGAGCTTCGACAACTCCTTTA
ACAACAAGGTGCTGGTGAAGCAGGAAGAGAACAGCAAGAAGGGAAACAGGACCCCCTTCCAGTACC
TGAGCTCCAGCGACTCCAAGATCAGCTACGAGACCTTTAAGAAGCACATCCTGAACCTGGCCAAGGG
CAAGGGAAGAATCTCCAAGACCAAGAAGGAGTACCTGCTGGAGGAGCGCGACATCAACAGGTTCAG
CGTGCAGAAGGACTTTATCAACCGCAACCTGGTGGACACCAGATACGCTACCCGCGGCCTGATGAACC
TGCTGAGATCCTACTTCAGAGTGAACAACCTGGACGTGAAGGTGAAGTCCATCAACGGAGGCTTCAC
CAGCTTTCTGAGGAGAAAGTGGAAGTTTAAGAAGGAGAGAAACAAGGGATACAAGCACCACGCCGA
GGACGCTCTGATCATCGCCAACGCTGACTTCATCTTTAAGGAGTGGAAGAAGCTGGACAAGGCCAAG
AAGGTGATGGAGAACCAGATGTTCGAGGAGAAGCAGGCTGAGAGCATGCCAGAGATCGAGACCGAG
CAGGAGTACAAGGAGATCTTCATCACCCCCCACCAGATCAAGCACATCAAGGACTTTAAGGACTACAA
GTACTCCCACAGGGTGGACAAGAAGCCAAACAGAGAGCTGATCAACGACACCCTGTACAGCACCAG
GAAGGACGACAAGGGCAACACCCTGATCGTGAACAACCTGAACGGACTGTACGACAAGGACAACGA
CAAGCTGAAGAAGCTGATCAACAAGTCCCCCGAGAAGCTGCTGATGTACCACCACGACCCTCAGACC
TACCAGAAGCTGAAGCTGATCATGGAGCAGTACGGCGACGAGAAGAACCCTCTGTACAAGTACTACG
AGGAGACCGGAAACTACCTGACCAAGTACAGCAAGAAGGACAACGGCCCAGTGATCAAGAAGATCA
AGTACTACGGAAACAAGCTGAACGCCCACCTGGACATCACCGACGACTACCCCAACTCCAGGAACAA
GGTGGTGAAGCTGAGCCTGAAGCCTTACAGATTCGACGTGTACCTGGACAACGGAGTGTACAAGTTT
GTGACCGTGAAGAACCTGGACGTGATCAAGAAGGAGAACTACTACGAGGTGAACTCCAAGTGCTACG
AGGAAGCCAAGAAGCTGAAGAAGATCTCCAACCAGGCCGAGTTCATCGCTAGCTTTTACAACAACGA
CCTGATCAAGATCAACGGCGAGCTGTACAGAGTGATCGGAGTGAACAACGACCTGCTGAACCGCATC
GAGGTGAACATGATCGACATCACCTACAGGGAGTACCTGGAGAACATGAACGATAAGAGGCCCCCTA
GAATCATCAAGACCATCGCCAGCAAGACCCAGAGCATTAAGAAGTACAGCACAGACATTCTGGGCAA
CCTGTATGAAGTGAAATCTAAGAAGCACCCTCAGATCATCAAAAAGGGCAAAAGGCCGGCGGCCACG
AAAAAGGCCGGCCAGGCAAAAAAGAAAAAGGGATCCTACCCATACGATGTTCCAGATTACGCTTACC
CATACGATGTTCCAGATTACGCTTACCCATACGATGTTCCAGATTACGTTTAAACGCGGCCGCCCGCTG
ATCAGCCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTTTGCCCCTCCCCCGTGCCTTCCTTGAC
CCTGGAAGGTGCCACTCCCACTGTCCTTTCCTAATAAAATGAGGAAATTGCATCGCATTGTCTGAGTAG
GTGTCATTCTATTCTGGGGGGTGGGGTGGGGCAGGACAGCAAGGGGGAGGATTGGGAAGACAATAGC
AGGCATGCTGGGGATGCGGTGGGCTCTATG GG



Seq.2 Sequence of pCS2-tRNA-Bbs I-Bbs I-NN—Xho I-NN
AACAAAGCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCCCG
GCTGGTGCAGGGTCTTCGAGAAGACCT-NN-CTCGAG-NN

Seq.3 Sequence of pCS2-tRNA-sgRNA-(CMV-SP6-tRNA-Spacer- SERNAReaion - 17 PoiyA)
GTCGACCATAGCCAATTCAATATGGCGTATATGGACTCATGCCAATTCAATATGGTGGATCTGGACCTGT
GCCAATTCAATATGGCGTATATGGACTCGTGCCAATTCAATATGGTGGATCTGGACCCCAGCCAATTCA
ATATGGCGGACTTGGCACCATGCCAATTCAATATGGCGGACTTGGCACTGTGCCAACTGGGGAGGGGT
CTACTTGGCACGGTGCCAAGTTTGAGGAGGGGTCTTGGCCCTGTGCCAAGTCCGCCATATTGAATTGG
CATGGTGCCAATAATGGCGGCCATATTGGCTATATGCCAGGATCAATATATAGGCAATATCCAATATGGCC
CTATGCCAATATGGCTATTGGCCAGGTTCAATACTATGTATTGGCCCTATGCCATATAGTATTCCATATATG
GGTTTTCCTATTGACGTAGATAGCCCCTCCCAATGGGCGGTCCCATATACCATATATGGGGCTTCCTAAT
ACCGCCCATAGCCACTCCCCCATTGACGTCAATGGTCTCTATATATGGTCTTTCCTATTGACGTCATATGG
GCGGTCCTATTGACGTATATGGCGCCTCCCCCATTGACGTCAATTACGGTAAATGGCCCGCCTGGCTCA
ATGCCCATTGACGTCAATAGGACCACCCACCATTGACGTCAATGGGATGGCTCATTGCCCATTCATATC
CGTTCTCACGCCCCCTATTGACGTCAATGACGGTAAATGGCCCACTTGGCAGTACATCAATATCTATTAA
TAGTAACTTGGCAAGTACATTACTATTGGAAGGACGCCAGGGTACATTGGCAGTACTCCCATTGACGTC
AATGGCGGTAAATGGCCCGCGATGGCTGCCAAGTACATCCCCATTGACGTCAATGGGGAGGGGCAATG
ACGCAAATGGGCGTTCCATTGACGTAAATGGGCGGTAGGCGTGCCTAATGGGAGGTCTATATAAGCAAT
GCTCGTTTAGGGAACCGCCATTCTGCCTGGGGACGTCGGAGCAAGCTTGATTTAGGTGACACTATAGA
ATACAAGCTACTTGTTCTTTTTGCAGGATCCCATCGATTCGAATTCAACAAAGCACCAGTGGTCTAGTG
GTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCCCGGCTGGTGCA

CTCGAGCCTCTAGAA| CGTAGATCCAGACATG
ATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGA
AATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGC
ATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTA

Seq. 4 Sequence of pCS2-tRNA-sgRNA-tRNA-(CMV-SP6-tRNA-Spacel- FERINAISCatoN- (R N A - POIYA)
GTCGACCATAGCCAATTCAATATGGCGTATATGGACTCATGCCAATTCAATATGGTGGATCTGGACCTGT
GCCAATTCAATATGGCGTATATGGACTCGTGCCAATTCAATATGGTGGATCTGGACCCCAGCCAATTCA
ATATGGCGGACTTGGCACCATGCCAATTCAATATGGCGGACTTGGCACTGTGCCAACTGGGGAGGGGT
CTACTTGGCACGGTGCCAAGTTTGAGGAGGGGTCTTGGCCCTGTGCCAAGTCCGCCATATTGAATTGG
CATGGTGCCAATAATGGCGGCCATATTGGCTATATGCCAGGATCAATATATAGGCAATATCCAATATGGCC
CTATGCCAATATGGCTATTGGCCAGGTTCAATACTATGTATTGGCCCTATGCCATATAGTATTCCATATATG
GGTTTTCCTATTGACGTAGATAGCCCCTCCCAATGGGCGGTCCCATATACCATATATGGGGCTTCCTAAT
ACCGCCCATAGCCACTCCCCCATTGACGTCAATGGTCTCTATATATGGTCTTTCCTATTGACGTCATATGG
GCGGTCCTATTGACGTATATGGCGCCTCCCCCATTGACGTCAATTACGGTAAATGGCCCGCCTGGCTCA
ATGCCCATTGACGTCAATAGGACCACCCACCATTGACGTCAATGGGATGGCTCATTGCCCATTCATATC
CGTTCTCACGCCCCCTATTGACGTCAATGACGGTAAATGGCCCACTTGGCAGTACATCAATATCTATTAA
TAGTAACTTGGCAAGTACATTACTATTGGAAGGACGCCAGGGTACATTGGCAGTACTCCCATTGACGTC
AATGGCGGTAAATGGCCCGCGATGGCTGCCAAGTACATCCCCATTGACGTCAATGGGGAGGGGCAATG
ACGCAAATGGGCGTTCCATTGACGTAAATGGGCGGTAGGCGTGCCTAATGGGAGGTCTATATAAGCAAT
GCTCGTTTAGGGAACCGCCATTCTGCCTGGGGACGTCGGAGCAAGCTTGATTTAGGTGACACTATAGA
ATACAAGCTACTTGTTCTTTTTGCAGGATCCCATCGATTCGAATTCAACAAAGCACCAGTGGTCTAGTG
GTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCCCGGCTGGTGCA
_TCGAGAACAAAGCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCA
CGGTACAGACCCGGGTTCGATTCCCGGCTGGTGCATACGTAGATCCAGACATGATAAGATACATTGATG
AGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTG
CTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCA
GGTTCAGGGGGAGGTGTGGGAGGTTTTTTA

Seq.5 Sequence of pC322mSaCas9-tRNA-sgRNA-tRNA-(CMV-T7-SH0889- (RN A -§pace: -SSR -
tRNA-PolyA)
GACGGATCGGGAGATCTCCCGATCCCCTATGGTCGACTCTCAGTACAATCTGCTCTGATGCCGCATAGT
TAAGCCAGTATCTGCTCCCTGCTTGTGTGTTGGAGGTCGCTGAGTAGTGCGCGAGCAAAATTTAAGCT
ACAACAAGGCAAGGCTTGACCGACAATTGCATGAAGAATCTGCTTAGGGTTAGGCGTTTTGCGCTGCT
TCGCGATGTACGGGCCAGATATACGCGTTGACATTGATTATTGACTAGTTATTAATAGTAATCAATTACG
GGGTCATTAGTTCATAGCCCATATATGGAGTTCCGCGTTACATAACTTACGGTAAATGGCCCGCCTGGCT
GACCGCCCAACGACCCCCGCCCATTGACGTCAATAATGACGTATGTTCCCATAGTAACGCCAATAGGG
ACTTTCCATTGACGTCAATGGGTGGACTATTTACGGTAAACTGCCCACTTGGCAGTACATCAAGTGTAT
CATATGCCAAGTACGCCCCCTATTGACGTCAATGACGGTAAATGGCCCGCCTGGCATTATGCCCAGTAC
ATGACCTTATGGGACTTTCCTACTTGGCAGTACATCTACGTATTAGTCATCGCTATTACCATGGTGATGC
GGTTTTGGCAGTACATCAATGGGCGTGGATAGCGGTTTGACTCACGGGGATTTCCAAGTCTCCACCCC
ATTGACGTCAATGGGAGTTTGTTTTGGCACCAAAATCAACGGGACTTTCCAAAATGTCGTAACAACTC
CGCCCCATTGACGCAAATGGGCGGTAGGCGTGTACGGTGGGAGGTCTATATAAGCAGAGCTCTCTGGC



TAACTAGAGAACCCACTGCTTACTGGCTTATCGAAATTAATACGACTCACTATAGGGAGACCCAAGCTG

CGCGGCCGCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAAGCTTAACAAAGCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTAC
AGACCCGGGTTCGATTCCCGGCTGGTGC

TAAGCT
TAACAAAGCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCCC
GGCTGGTGCAGGGTCTTCGAGAAGACC

TCAGAATTCGCGGCCGGCAACTGCGTG
CACTTCGTGGCCGAGGAGCAGGACTGACACGTGCTACGAGATTTCGATTCCACCGCCGCCTTCTATGA
AAGGTTGGGCTTCGGAATCGTTTTCCGGGACGCCGGCTGGATGATCCTCCAGCGCGGGGATCTCATGC

TGGAGTTCTTCGCCCACCCC
TCATGTCTGTATACCGTCGACCTCTAGCTAGAGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGT

GAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGT
GCCTAATGAGTGAGCTAACTCACATTAATTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACCT
GTCGTGCCAGCTGCATTAATGAATCGGCCAACGCGCGGGGAGAGGCGGTTTGCGTATTGGGCGCTCTT
CCGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCA




AAGGCGGTAATACGGTTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGCC
AGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGA
CGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAG
GCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCC
GCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCAATGCTCACGCTGTAGGTATCTCAGTTCGGTGTAG
GTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGG
TAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACA
GGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTAC
ACTAGAAGGACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAG
CTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGC
GCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGA
AAACTCACGTTAAGGGATTTTGGTCATGAGATTATCAAAAAGGATCTTCACCTAGATCCTTTTAAATTA
AAAATGAAGTTTTAAATCAATCTAAAGTATATATGAGTAAACTTGGTCTGACAGTTACCAATGCTTAATC
AGTGAGGCACCTATCTCAGCGATCTGTCTATTTCGTTCATCCATAGTTGCCTGACTCCCCGTCGTGTAGA
TAACTACGATACGGGAGGGCTTACCATCTGGCCCCAGTGCTGCAATGATACCGCGAGACCCACGCTCA
CCGGCTCCAGATTTATCAGCAATAAACCAGCCAGCCGGAAGGGCCGAGCGCAGAAGTGGTCCTGCAA
CTTTATCCGCCTCCATCCAGTCTATTAATTGTTGCCGGGAAGCTAGAGTAAGTAGTTCGCCAGTTAATAG
TTTGCGCAACGTTGTTGCCATTGCTACAGGCATCGTGGTGTCACGCTCGTCGTTTGGTATGGCTTCATT
CAGCTCCGGTTCCCAACGATCAAGGCGAGTTACATGATCCCCCATGTTGTGCAAAAAAGCGGTTAGCT
CCTTCGGTCCTCCGATCGTTGTCAGAAGTAAGTTGGCCGCAGTGTTATCACTCATGGTTATGGCAGCAC
TGCATAATTCTCTTACTGTCATGCCATCCGTAAGATGCTTTTCTGTGACTGGTGAGTACTCAACCAAGTC
ATTCTGAGAATAGTGTATGCGGCGACCGAGTTGCTCTTGCCCGGCGTCAATACGGGATAATACCGCGCC
ACATAGCAGAACTTTAAAAGTGCTCATCATTGGAAAACGTTCTTCGGGGCGAAAACTCTCAAGGATCT
TACCGCTGTTGAGATCCAGTTCGATGTAACCCACTCGTGCACCCAACTGATCTTCAGCATCTTTTACTT
TCACCAGCGTTTCTGGGTGAGCAAAAACAGGAAGGCAAAATGCCGCAAAAAAGGGAATAAGGGCGA
CACGGAAATGTTGAATACTCATACTCTTCCTTTTTCAATATTATTGAAGCATTTATCAGGGTTATTGTCTC
ATGAGCGGATACATATTTGAATGTATTTAGAAAAATAAACAAATAGGGGTTCCGCGCACATTTCCCCGA
A A A G T G C C A C C T G A C G T C

Seq. 6 Sequence of T7-spacer-sgRNA scaffold
TAATACGACTCACTATAGGAATTGTGGCGATCAAAGCACCGTTTTAGTACTCTGGAAACAGAATCTACT
AAAACAAGGCAAAATGCCGTGTTTATCTCGTCAACTTGTTGGCGAGATTTTT
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Fig. S1 Restriction endonuclease pattern of plasmid pCS2+tRNA
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Fig. S2 Restriction endonuclease pattern of plasmid pCS2+tRNA-mSatyr-sgRNA

{161} Mfel Mlul (228}
Spel (2493

Mdel {464}
SnaBl i590)

CM promater
T7 prormoker
MNhel (895}
MCS
Xhol (201}
BamHT (1450]

pCazzmsaco
BZEE bp

SV poly(A) signal ~

(512} Pmill

EMT oramatar

{5366} Pl Sacll {2316)

(4462} Bbsl
a755) Nt Mhel (3624)
(az249) Pmel BamHl (2162}

Fig. S3 Restriction endonuclease pattern of plasmid pC322mSaCas9



(28) HindIII SPE

BamHI (79)
< clal {87)

‘ /7 _-EcoRI (34}
s _[RNE

(3885) Ndel
— Xhol (z79)
~SnaBl (364)

— Mfel (511)

NotI (570}
Sacll (576)
Kpnl (601)

=

(3332) Sall —

Fig. S4 Restriction endonuclease pattern of plasmid pCS2+tRNA-mSatyr-sgRNA+tRNA
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Fig. S5 Restriction endonuclease pattern of plasmid pC322mSaCas9+tRNA-tyr sgRNA+tRNA



