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(e) Gut microbiota at Class level (f) Gut microbiota at Order level
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Fig. S1 The alpha diversity of gut microbiota in mice before and after antibiotic treatment
and differences in the abundance of gut microbes at the class, order, family and genus levels
between the BD and control mice groups. (a-d) The alpha diversity of gut microbiota by the
Chaol index, observed species, Shannon index and Simpson index of mice before and after
antibiotic treatment. (e-f) The changes of gut microbes at the class, order, family, and genus
levels between the two groups.



