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Fig. S2  COG functional classification of the L. ruthenicum transcriptome. 16,432 unigenes with 

significant homologies in the COG database (E-value < 1.0 E-5) were classified into 25 categories. The 

capital letters in x-axis indicates the COG categories as listed on the right of the histogram, and the 

y-axis indicates the number of unigenes 


