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Research Summary
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Proteomics

Identification of 1167 proteins (Table S2)
iTRAQ labeling and MS analy

Identification of 51 differentially expressed proteins (Tabl
38 proteins with putative functions (Fig. 1 and Table 6)

GO analysis (Fig. 2) Validation of data (Fig. 
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Innovation points

Application of iTRAQ based 
uantitative proteomic analysis in 
he effects of dietary NSPEs on 
ngissimus muscle in growing 
gs.

Various of proteins involved in 
ultiple functions were found to be 
fferentially expressed in  
ngissimus muscle in growing 
gs by supplementation of NSPEs.

Providing molecular 
echanisms of the effects of 
etary NSPEs on monogastric

nimals. JZ
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