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Research Summary  
    This  paper mainly focused on the transcriptome changes in roots of 

Polygonum multiflorum Thunb. after MeJA treatment, and summarized the 
key transcritome changes in the following aspects: 

 Effect of MeJA on 
gene expression 

 Go functional 
classification of DEGs 

 Pathway enrichment 
analysis of DEGs            
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Innovation points 
 First research for transcriptome 
changes in roots of Polygonum 
multiflorum Thunb. with method of 
exogenous MeJA root-irrigation. 

 First application of transcriptome 
profiling to seek key enzyme gene 
which control the biosynthesis of 
active ingredient in Polygonum 
multiflorum Thunb.. 

 Many key enzyme genes of the 
secondary metabolic pathway in the 
root of Polygonum multiflorum 
Thunb. have been found, which will 
lay a solid foundation for the next 
research. 

P.multiflorum medicinal materials, 
which has been widely used in 
traditional medicine for treating 
various ailments, and is known for its 
diverse pharmacological properties. 

Part of Table 1 
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Innovation points 

Table 1│Significantly modulated pathways in root transcriptome of 
               P. multiflorum subjected to MeJA treatment.   

Table S1│Statistical comparison of contigs and unigenes between control and 
                 treatment root transcriptome data of P. multiflorum seedlings.  

Fig. 1│GO function classification of DEGs.  

Fig. 2│“Stilbenoid, diarylheptanoid and gingerol biosynthesis” pathway 
            induced by MeJA in root transcriptome of P. multiflorum. 

A series of comprehensive tables and figures were generated to 
summarize the latest knowledge about transcriptome changes 
in root of Polygonum multiflorum Thunb..  
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