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Research Summary

This article developed the Online consensus Survival tool for
head and neck squamous cell carcinoma (OShnscc), and
introduced the usage of OShnscc
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Innovation points

eContains by far the largest

number of HNSCC cases (1,366
cases) for prognostic analysis.

eEnables users to evaluate
the prognostic value of the
queried gene independently in
individual cohorts;

e Allows users to perform
survival analysis for
subgroups using different
clinical factors.

OShnscc

Oshnscc ( Online consensus Survival for Head and Neck Squamous Cell Carcinoma)
integrates 1386 unique HNSCC cases with available gene expression profiles and the

r ing clinical i from 8 indep: cohorts, and provides 6 types of
prognosis endpoints for survival analysis.
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Univariate Cox regression analysis of TMED4 expression with OS in each dataset of OShnscc

Dataset P value HR 95%Cl Prognostic

TCGA <0.0001 1.9695 1.4794 ~ 2.6220 Poor Go
GSE3292 0.0150 5.9593 1.4137 ~ 25.1212 Poor Go
GSE41613 0.2123 1.4496 0.8088 ~ 2.5980 Go
GSE31056 0.3351 0.6661 0.2916 ~ 1.5218 Go
GSE65858 0.4196 1.2043 0.7668 ~ 1.8913 Go
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