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Research Summary 
This study deciphered the genetic architecture of Qiang and Yi populations 
in the Tibetan-Yi Corridor through whole-genome sequencing:
 Genetic Affinity:

Closest to neighboring
Tibeto-Burman groups
(Tujia/Tibetans), with
Qiang showing more
Altaic-related
components and Yi
linking to southern
Hmong-Mien
populations

 Ancestral Origins:
Dominant ancestry
from Yellow River
millet farmers,
supplemented by
Neolithic southern
coastal components,
supporting northern
origin hypothesis of
Sino-Tibetans

 North-South
Differentiation: Yi
retain more southern
ancestry than Qiang,
indicating differential
gene flow from
southeastern coastal
populations

 Forensic Value:
Defines Tibeto-Burman
genetic signatures and
interpopulation
relationships, providing
a foundational
framework for East
Asian forensic genetics.
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Innovation points
 Systematic delineation of fine-scale 
genetic structure in core Tibeto-
Burman groups.

 Quantitative assessment of Neolithic 
agriculturalists' genetic contributions

 Proposed bidirectional "Northern 
Dominance + Southern Introgression" 
model

study populationJZ
US-B


	Genetic structure and admixture of the Yi and Qiang in southwestern China
	Research Summary 
	Innovation points



